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An approach to drug design known as network pharmacology 
includes systems biology, network analysis, connection, 
redundancy, and pleiotropy. A way of thinking about drug discovery 
that simultaneously incorporates efforts to enhance clinical efficacy 
and comprehend side effects and toxicity—two of the main causes 
of failure—is provided by network pharmacology. Despite being 
a minority activity in the pharmaceutical sector at the moment, 
multitarget techniques have solid biological justifications for 
being preferred to single-target approaches. The reason for this is 
because it might be challenging to balance drug-like qualities and 
undesired off-target effects while improving numerous activities. 
It took approximately two decades of numerous, concurrent 
technology advancements for structure-based drug creation to 
reach its current mainstream status in medicinal chemistry. The 
setting for quick, iterative structure-based drug discovery required 
advancements in computer graphics, high-power radiation sources, 
computational processing capacity, refinement methods, virtual 
screening, and cryocrystallography. A distinct set of tool associated 
with combinatorial and network search algorithms and techniques 
for predicting the biological profiles, will need to be improved in 
order to make network pharmacology widely used. The ancient 
notion that understanding the biological and kinetic characteristics 
of the drug is more significant than individual or group validation 
of targets is brought back by network pharmacology.

Traditional Chinese medicine (TCM) is a complicated herbal 
mixture that has been used for thousands of years in various 
regions of the world to cure a variety of illnesses and ailments and 
increase life expectancy. A viable strategy for the next-generation 
mode of drug research and development for TCM herbs or herbal 

formulations is the network-target-based network pharmacology. 
It offers a fresh logical framework and technological path for 
creating and comprehending the mechanisms of action of TCM 
medications. Network Pharmacology promotes the identification 
of effective molecules, recognizing their interactions, clarifying 
the connections between TCM formulae and diseases or TCM 
syndrome, establishing sensible TCM medications, and directing 
the combined use of TCM and conventional drugs.

Network Pharmacology studies can be used to successfully find 
new targets and figure out how undiscovered signalling pathways 
interact with drugs. A powerful and promising method for the 
systemic elucidation of disease mechanisms and the identification 
of novel bioactive elements, the Network Pharmacology approach 
offers new insights into the relationship between treatment targets 
and a disease as a whole. Network pharmacology provides a new 
paradigm for thinking about how to reinvent drug development, 
and as a result, it is an idea whose time has come given the 
crisis in translation facing the pharmaceutical industry. Network 
pharmacological analysis offers a vast array of opportunities for 
investigating conventional wisdom to address the issues now 
confronting the drug discovery sector.
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